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SEQUENCE LISTING £2 

<110* SCHETTERS, Theodorus PM 3 S 

o\ ' 

CARCY , Bernard PD ho 

DRACULOVSKI, Pascal R U 

r> 

GORENFLCT, Audit; F 

<120> BABESIA CANIS VACINE 

<130 > SCHETTERS 

<140> 10/TO BE ASSIGNED 
<141> 2002-03-06 

<150> EP 01200816.5 
<151> 2001-03-06 

<160:> 10 

<170> Patentln Ver . 2.1 

<210> 1 
<211> 1135 
<212> DNA 

<213> Babesia cams 

<22 0> 

<221> CDS 

<222> (75) . . (500) 

<4 00> 1 

gaattcggca cgagccctgc tatactgtgc tttgcaacta actccatcgt aataatttaa 60 

tataataata a a g g atg gag teg aca tea aca a c g acc aac ttt gtt gec 110 

Met Glu Ser Thr Ser Thr Thr Thr Asn Phe Val Ala 

1 5 10 

gag aac cgt ccz. acc: ttt gq t gag acg ttt gat gtg atg agg gaa get 156 
Glu Asn Arg PrD Thr Phe L?iy blu Thr Pne Asp Val Met Arg Glu Ala 
15 2 0 2 5 

ttg irtt cgt gt a aag tec tct gaa cgc ttg gca atg etc aga gcg ctt 20 6 
Leu Leu A r .7 V,i ! Ly- S>c 2e: Glu Ar 1 L-u Ala Met Leu Ar j Ala Leu 



ata gcg gca acg gta acc cca aag ggg get teg atg aag ctt aaa cca 302 
lie Ala Ala Thr Val Thr Pro Lys Gly Ala Ser Met Lys Leu Lys Pro 

o5 70 75 

ccg cgt ccg cag tea acg aag tct ccg gag etc agg gag ctg tea egg 350 
Pro Arg Pro Gin Ser Thr Lys Ser Pro Glu Leu Arg Glu Leu Ser Arg 

80 85 90 

aag att egc gaa atg aat aag act ata agt cag gaa tea get egg gta 398 
Lys lie Arg Glu Met Asn Lys Thr lie Ser Gin Glu Ser Ala Arg Val 
95 100 105 

aac cac egg ttg ccg gaa ggc cac cct etc tta gag aag egg gca gaa 446 
Asn His Arg Leu Pro Glu Gly His Pro Leu Leu Glu Lys Arg Ala Glu 
110 115 120 

tat ttt cgt cac ctt aga tct ctt aag age caa gga gtc aat aga etc 494 
Tyr Phe Arg His Leu Arg Ser Leu Lys Ser Gin Gly Val Asn Arg Leu 
125 130 135 140 

ate taa gaaggcacta egtaggtace gtgectctat gaggaatacg aaccgactag 550 
lie 

tgcacaatag acgaccagtt ctaccaaagg tagagectga ctctaatcta ceattcggcc 610 

agegaeggag tegcatgaca acgtggaatc ttagaecacg ccggacgggt tatcegtcaa 670 

atggtacttt ggcagttacg gaaetcctga tetegattta tagateaaac ttctacaect 730 

tgaaggtggt cgaggaaggg agatgtacgt getgeaacae eeataaggag eaagetttgc 790 

tactcctatc eggttaeetc cagetatatc gtg:actgca ctcagttgga aggtetgtat 850 

tegtagaata ctgcaa iacc agg at.atgcg tcgaggcacg cctcarcgga :tac ijtccqa c < 1 0 

gggtgaccct aaegg:j:;t.ge tga acta ggt t :a :y: ::a :;e :j :r.tc:t gt.ga gtat :;t::at: t : - ' 

cegggtcctt cgggg~ccgg gecagttteg actggtgtag gtttgeccta :tagagtact 1030 

tgcgacgccg aagcgc:tcc gtt:aaaaga a:g:g:aagc cztagcagag aaatgegagg 1090 

g:atqactct tcgagtcaaa aaaaaaaaaa aaaaaaaaa: t c g a g 1135 



<213> Babesia cams 



<400> 2 

Met Glu Ser Thr Ser Thr Thr Thr Asn Phe Val Ala Glu Asn Arg Pro 

15 10 15 

Thr Phe Gly Glu Thr Phe Asp Val Met Arg Glu Ala Leu Leu Arg Val 

20 25 30 

Lys Ser Ser Glu Arg Leu Ala Met Leu Arg Ala Leu Ala Gly Met Cys 

35 40 45 

Gly His Arg Val Leu Pro Gly Thr Gly Ala Ser Ala lie Ala Ala Thr 

50 55 60 

Val Thr Pro Lys Gly Ala Ser Met Lys Leu Lys Pro Pro Arg Pro Gin 
65 70 75 80 

Ser Thr Lys Ser Pro Glu Leu Arg Glu Leu Ser Arg Lys lie Arg Glu 

85 90 95 

Met Asn Lys Thr lie Ser Gin Glu Ser Ala Arg Val Asn His Arg Leu 

100 105 110 

Pro Glu Gly His Pro Leu Leu Glu Lys Arg Ala Glu Tyr Phe Arg His 

115 120 125 

Leu Arg Ser Leu Lys Ser Gin Gly Val Asn Arg Leu lie 
130 135 140 



<210> 3 



<212 
<213 



1 1 J 4 

> DNA 

> Babesia cams 



<22 0> 

<22 1 > CDS 

<222> (75) . . ( 929) 

<400 > 3 

gaattcggca cgagccctgc tatactgtgc tttgcaacta actccatcgt aataatttaa 60 

tataataata a a gg a t g 4 a j t : _j a c a tea a c a a;; acc a a:.: ttt gt t: jee '.I' 
Met Glu Ser Thr Ser Thr Thr Thr Asn Phe Val Ala 
1 5 10 



gag aac cgt ccc acc ttt ggt gag acg ttt gat gtg atg agg gaa get 158 
Glu Asn Arg Pro Thr Phe Gly Glu Thr Phe Asp Val Met Arg Glu Ala 



gca gga atg tgc ggt cac cgc gtc ctt cct ggc act ggt get tct gcg 254 

Ala Gly Met Cys Gly His Arg Val Leu Pro Gly Thr Gly Ala Ser Ala 

45 50 55 60 

ata gcg gca acg gta acc cca aag ggg get teg atg aag ctt aaa cea 302 

lie Ala Ala Thr Val Thr Pro Lys Gly Ala Ser Met Lys Leu Lys Pro 

65 70 75 

ccg cgt ccg cag tea acg aag tct ccg gag ;tc agg gag ctg tea egg 35 0 

Pro Arg Pro Gin Ser Thr Lys Ser Pro Glu Leu Arg Glu Leu Ser Arg 

8 0 8 5 9 0 

aag att egc gaa atg aat aag act ata agt cag gaa tea get egg gta 398 

Lys lie Arg Glu Met Asn Lys Thr lie Ser Gin Glu Ser Ala Arg Val 

95 100 105 

aac cac egg ttg ccg gaa ggc cac cct etc tta gag aag egg gca gaa 446 

Asn His Arg Leu Pro Glu Gly His Pro Leu Leu Glu Lys Arg Ala Glu 

110 115 120 

tat ttc gtc ace tta gat etc tta aga gee aag gag tea ata gac t:a 494 

Tyr Phe Val Thr Leu Asp Leu Leu Arg Ala Lys Glu Ser lie Asp Ser 

125 130 135 140 

tct aag aag gca eta cgt agg tac cgt gee tct atg agg aat acg aac 542 

Ser Lys Lys Ala Leu Arg Arg Tyr Arg Ala Ser Met Arg Asn Thr Asn 

145 150 155 

cga eta gtg eae aat aga cga cea gtt eta cca aag gta gag cct gac 590 

Arg Leu Val His Asn Arg Arg Pro Val Leu Pro Lys Val Glu Pro Asp 

L60 165 170 

tct aat eta cca ttc ggc cag cga egg agt egc atg aea acg tgg aat 638 

Ser Asn Leu ?r:> Phe Gly Gin Arg Arg Ser Arg Met Thr Thr Trp Asn 

17 5 18 0 18 5 



- r t 



aga cca :g: egg acg ggt tat ccg tea aat ggt act ttg gca gtt 6 8 >: 

Leu Arg Pre Ar^ Arg Thr Gly Tyr Pre Ser Asn Gly Thr Leu Ala Val 

190 195 200 

acg gaa etc z t g ate teg att tat aga tea aac ttc tac acc ttg aag 73 4 

Thr Glu Leu Leu Tie Ser i:e Tyr Are Ser Asn Phe Tyr Thr Leu Lys 



get ttg eta etc eta tec g g t tac etc cag eta tat cgt gea etg cae 830 
Ala Leu Leu Leu Leu Ser Gly Tyr Leu Gin Leu Tyr Arg Ala Leu His 
240 245 250 

tea gtt gga agg tct gta etc g t a gaa tac tgc aaa a^c aqq at a tgc 878 
Ser Val Gly Arg Ser Val ?he Val Glu Tyr Cys Lys Thr Arg lie Cys 

255 260 265 

gtc gag gea cgc etc ace gga eta cgt ccg agg gtg ace eta a eg gge 926 
Val Glu Ala Arg Leu Thr Gly Leu Arg Pro Arg Val Thr Leu Thr Gly 
270 275 280 

tgc tgaactaggt tcagccagcg cttectgtga gtatgtcatt cegggtcctt 979 

Cys 

285 

cggggcccgg gecagttteg actggtgtag gtttgeccta ctagagtact tgcgacgecg 1039 

aagcgcctcc gttcaaaaga acgcgcaagc cctagcagag aaatgegagg geatgactct 1099 

tcgagtcaaa aaaaaaaaaa aaaaaaaaac tcgag 1134 



<210:> 4 
<211> 2 85 
<212> PRT 

<213> Babesia cams 
<400> 4 

Met Glu Ser Thr Ser Thr Thr Thr Asn Phe Val Ala Glu Asn Arg Pro 

15 10 15 

Thr Phe Gly Glu Thr Phe Asp Val Met Arg Glu Ala Leu Leu Arg Val 

2 0 2 5 3 0 

Lys Ser Ser Glu Arg Lej Ala Met Leu A r q Ala Leu Ala Gly Met Cys 

3 b ■; •:• 4 5 

Gly His Arg Val Leu Pro Gly Thr Gly Ala Ser Ala lie Ala Ala Thr 
50 55 60 



V-il Thr Pro Lys Gly Ala Ser Met Lys Leu Lys Pro Pro Arg Pro Gin 

6 5 7Q 7 5 8 0 



100 



105 



110 



Pro Glu Gly His Pro Leu Leu Glu Lys Arg Ala Glu Tyr Phe Val Thr 

lib 120 125 

Leu Asp Leu Leu Arg Ala Lys Glu Ser lie Asp Ser Ser Lys Lys Ala 
130 135 140 

Leu Arg Arg Tyr Arg Ala Ser Met Arg Asn Thr Asn Arg Leu Val His 
145 150 155 160 

Asn Arg Arg Pro Val Leu Pro Lys Val Glu Pro Asp Ser Asn Leu Pro 

165 170 175 

Phe Gly Gin Arg Arg Ser Arg Met Thr Thr Trp Asn Leu Arg Pro Arg 

ISO 18^ 190 

Arg Thr Gly Tyr Pro Ser Asn Gly Thr Leu Ala Val Thr Glu Leu Leu 
195 200 205 

lie Ser lie Tyr Arg Ser Asn Phe Tyr Thr Leu Lys Val Val Glu Glu 

210 215 220 

Gly Arg Cys Thr Cys Cys Asn Thr His Lys Glu Gin Ala Leu Leu Leu 
225 230 235 240 

Leu Ser Gly Tyr Leu Gin Leu Tyr Arg Ala Leu His Ser Val Gly Arg 
245 250 255 

Ser Val Phe Val Glu Tyr Cys Lys Thr Arg lie Cys Val Glu Ala Arg 

260 265 270 

Leu Thr Gly Leu Arg Pro Arg Val Thr Leu Thr Gly Cys 



< 2 1 1 > 90 
<:212> DNA 

*:213> Babesia cams 



:4 0 0:> 5 



<211> 24 
<212> DIIA 

<213> Babesia cams 

gacgtttgat gtgatgaggg aagc 

<210> 7 
<211> 21 
<212> DIIA 

<213> Babesia cams 
<400> 7 

aatgacatac tcacaggaag c 

<210> 8 

< 2 1 1 > 2 0 
<212> DIIA 

<213> Babesia cams 
<400> 8 

atgagtctat tgactccttg 

<210> 9 
<211> 21 
<212> DIJA 

<213> Babesia cams 
<400..> 9 

agggagctgt cacggaagat t 

< 21 > : 

< 21 i > 2 . 

< . _ i 2 ' i.-'IJA 

<:213> Babesia cams 
<;400.> 10 

atgaggaatt cgaaccgact. a 



